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3 <110> APPLICANT: Clausen, Henrik 

5 <120> TITLE OF INVENTION: UDP-N-Acetylglucosamine : 

6 Galactose -beta-1, 3 -N- Acetylgalactosamine- alpha -R / 

7 N-Acetylglucosamine-beta-1, 3 -N-Acetylgalactosamine-alph 

8 a-R (GlcNAc to GalNAc ) 

9 beta-1, 6-N-Acetylglucosaminyltransf erase, C2/4 
11 <130> FILE REFERENCE: P199801704 WO JNY 

C--> 13 <140> CURRENT APPLICATION NUMBER: US/09/874,390 

C--> 14 <141> CURRENT FILING DATE: 2001-06-04 

16 <150> PRIOR APPLICATION NUMBER: DK PA 1998 01605 

17 <151> PRIOR FILING DATE: 199flFl2-04 
19 <160> NUMBER OF SEQ ID NOS : (lo/ 
21 <170> SOFTWARE: Patentln Ver . 2.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 2319 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Homo sapiens 

28 <220> FEATURE: 

29 <221> NAME/KEY: CDS 

30 <222> LOCATION: ( 4 96 ) . . ( 180 9 ) 

31 <223> OTHER INFORMATION: cDNA sequence 

33 <400> SEQUENCE: 1 

34 attaactggg ttttcctatt tatctatcct ctcgcattac ttctctgagt cagagcctct 60 
36 tctctctaag tcacgggaac tgcccttgct acttgtgacc tgccctttac tcagcagttt 120 
38 ttgttctggg aagccctggg attctgctaa tacctatcac tgtaggtgct gaagggaaac 180 
40 agatgaagaa catgacctca aggagcttcc tgtcaatgag aagaccaagc tgacgcctgg 240 
42 caaagatatt aaagaggagc ctgaaactgt tccttggaca tcttatgaat gtcagaaaat 300 
44 accttttgga gggttagaag atcaggggac atggttgttc acatttgctg ccacggaaca 360 
46 ccgccagtct tcacttggaa acagaatcac gccttgtgaa gagatcatcc ctaagcagga 420 
48 gagaagctac taaaggattg tgtcctcctc caccttccct gtgctcggtc tccacctgtc 480 

50 tcccattctg tgacg atg gtt caa tgg aag aga etc tgc cag ctg cat tac 531 

51 Met Val Gin Trp Lys Arg Leu Cys Gin Leu His Tyr 
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287 <212> TYPE: DNA 

288 <213> ORGANISM: Artificial Sequence 

290 <220> FEATURE: 

291 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

293 <400> SEQUENCE: 4 

294 cctcccattc aacatcttga g 21 

297 <210> SEQ ID NO: 5 

298 <211> LENGTH: 31 

299 <212> TYPE: DNA 

300 <213> ORGANISM: Artificial Sequence 

302 <220> FEATURE: 

303 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

305 <400> SEQUENCE: 5 

306 agcgaattca gctcaaagtt cagtcccata g 31 

309 <210> SEQ ID NO: 6 

310 <211> LENGTH: 21 

311 <212> TYPE: DNA 

312 <213> ORGANISM: Artificial Sequence 

314 <220> FEATURE: 

315 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

317 <400> SEQUENCE: 6 

318 gtgggaactg tatgaacttc c 21 

321 <210> SEQ ID NO: 7 

322 <211> LENGTH: 30 

323 <212> TYPE: DNA 

324 <213> ORGANISM: Artificial Sequence 

326 <220> FEATURE: 

327 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

329 <400> SEQUENCE: 7 

330 gcagaattca tggttcaatg gaagagactc 30 

333 <210> SEQ ID NO: 8 

334 <211> LENGTH: 26 

335 <212> TYPE: DNA 

336 <213> ORGANISM: Artificial Sequence 

338 <220> FEATURE: 

339 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

341 <400> SEQUENCE: 8 

342 cgagaattca ggttgaagtg tgactc 26 

345 <210> SEQ ID NO : 9 

346 <211> LENGTH: 21 

347 <212> TYPE: DNA 

348 <213> ORGANISM: Artificial Sequence 

350 <220> FEATURE: 

351 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

353 <400> SEQUENCE: 9 

354 gctcggtctc cacctgtctc c 21 

357 <210> SEQ ID NO: 10 

358 <211> LENGTH: 21 

359 <212> TYPE: DNA 
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VERIFICATION SUMMARY DATE: 10/09/2001 

PATENT APPLICATION: US/09/874,390 TIME: 09:23:03 

Input Set : A:\98017041.app 

Output Set: N:\CRF3\10092001\l874 390.raw 

L:13 M:270 C: Current Application Number differs, Replaced Application Number 
L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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